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End-to-End Solutions for

Genotyping and Detection
OF INFECTIOUS DISEASES
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Advanced

Fonmas OVERVIEW

MOLECULAR

DETECTION eLab workflow/Robot

Automation oIT
eLab Integration

= *gPCR interpretation
T : E N D i~ Software eGenotyping interpreation

eLibrary Prep assays
eSanger sequencing assays
eSequencers

Sequencing
GENOTYPING _ e

¢PCR instruments
*PCR detection assays
*PCR assay

eManual extraction
e Automatic extraction: kit + instrument

eSaliva collection kits
Sample collection *Oro and Naso pharyngeal swabs

Proprietary, ABL S.A. - May2021

Please contact the ABL support team to request more information &

contact@ablsa.com

registration status of the above mentioned products for your htt//Wwwablsa .CoOm

respective territories.
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ABI E22W pecpcheke-TB 13plex-DR Assay (NGS)

Laboratories

EXTRACTION
* Validated on DNA extracted from
* Sputum
* Liquid cultures
* Solid cultures
» Validated on MagNapure (ROCHE)

* MULTIPLEX AMPLIFICATION DESIGN
e Multiplex in one single tube
* 13 genes

* LIBRARY PREPARATION
* DeepChek® NGS library preparation assay
* Available for 24, 48, 96 samples

* SEQUENCING ) -
AR\ A
* Validated on iSeq100, MiniSeq, MiSeq (lllumina) . m\w
» Validated on S5 + lon Chef (ThermoFisher)

* Validation on NanoPore Minlon ongoing

 PERFORMANCES
* Heteroresistance: Down to 0.1%
e Validated in QCMD panel
* Validated against GenXpert

* Sensitivity <1000 genomes (optimization ongoing)

http://www.ablsa.com - Confidential and

proprietary
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* DESIGN

Rifampicin = rpoB 92-514 (Mtb)

= up/mabA +inhA-140to 1 (nt) / 1-248 (aa) +1-205 (aa)
Isoniazid =  katG 1-271/301-692 (aa)
= furA-katG intergenic region 129-148 (aa)

Pyrazinamide = pncA-to 190

Ethambutol = embB 277-564 (aa)

= gyrB codons 355-630/635-676

Fluoroquinolones
= gyrA codons 1-264

(moxifloxacin, levofloxacin)

Amikacin ® Rrs454-1535 (nt)

= Eis1-171 (aa)
= upeis-139to 1 (nt)
2nd line Kanamycin = rrs 454-1535 (nt)

= tlyA 112-269 (aa)
Capreomycin = rrs454-1535 (nt)

= Rrs454-1535 (nt)
Streptomycin " rpsL 1-125 (aa)
Ethionamine * inhA 1-205 (aa)

Bedaquiline
N\ TR [T Clofazimine
Linezolid =  Planned in version 2

= Rv0678 1-166 (aa)

http://www.ablsa.com - Confidential and

proprietary
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* EXAMPLE OF REPORT (ONE PAGE)

-
Bacterio

Patient / Sample information Sample
Patiemt 1D Alternative 1D
Mame Date Collected 24/02/2020
DOB Date Reported 24/02/2020
Gender Sequencing platform Missing data
Sample ID QCMD8 Soltwara version 20

Expert system 23

- Extensively drug resistant TB

Physician / Project Information

Name
Institution
Addrass

DeepChek®-TB Mplex-DR Assay (NGS)

DRUGS INTERPRETATION BacterioChek®TB (ReSeqTB v2019-01)
Drugs Predicted drug suspectibility Resistance-conferring mutations > 5.00%
Type Reglon Hame Prevalence C-Score Confidence
Al katG Raal ATET% k] LOW
I iazid Al katG S315T 2012 k] LOW
Soniaz NT katG giddc 20530 k] LOW
NT katG gi3sE 209,29 ] LOW
) - AA rpoB S450(E.coli 531)L al AT £ HIGH
FIrFampncm MT rpoB i34 fe e ] HIGH
. . AA poB S450(E cali 531)L 9187 % HIGH
Rifabutin NT rpoB i34 fe e ] HIGH
Ethambutol 5
Pyrazinamide s
. AA rpsl K43R 960678 ] HIGH
Stegiomyci B - - = s =
Fluoroquinolone MNA
Amikacin 3
5 Kanamyon DR v e wo  ® e
E Capreomycin S
£ Linezolid
E Bedaquiline
Ethionamide
Para-aminosalicylic acid
Cycloserine
AA arrA DG 41.58% ] HIGH
) AA arrA DN 55,009, 5 HIGH
Levofloxacin NT arrA afBlg 42.02%, 5 HIGH
NT arrA g280a 55.03% ] HIGH
AA arrA DG 41.58% k] HIGH
. . AA arrA DN 55,009, k] HIGH
Moxifloxacin NT arrA afBlg 42.029%, k] HIGH
NT arrA g2l 55.03% k] HIGH
AA arrA DG 41.58% 5 HIGH
. AA arrA DN 55,009, 5 HIGH
Ofloxacin NT arrA afBlg 42.02%, 5 HIGH
NT A g280a 55.03% k] HIGH
s Suscepitis R Resistart

For the selected drug, &t |least one region impacting drug resistance accordng to the indcated guideline i not covered, therefore the derived drug resistance assesament cannot be determined

http://www.ablsa.com - Confidential and

proprietary
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lmoniazid

Fluoroquinolone

Levafloxacin

Moxifloxacin
Oflaxacin
Amilacin

Kanamycin
Capreamycin
Linezolid
Bedaguiline
Ethionamide
Para-amino=alicylic acid
Cyclomerine

MDR-TE

ATE asmsment Multidrug res

InmeEprelaions 5 Susepl

Mutations I Ty g b

Rifampicin AR Tpsl HAE(E 2ol Sy W ]
WY =t 10 118 k]
Rifabutin 5 5
Ethambutal 5 5
Pyrazinamide 5 1
Streptomycin -] -

02-20731bed S4bd-11ea 218
ta002TedcOdd

Coverage

Depth of coverage : 22x
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QeMo2

Mizing data
21022020
Missing data

i, up‘\u‘.G. UaMabA,
| msh, Sgl, eccCh, upFurh,

upWhiBT, whiBT, L
UIBCA, mehC, UpAPC, ahps, RVETAL, ppst, ppsd, mas, myma,
RVALEG, nudC, alt, nat, clpCl, upEmba, upEtha, gids «
QCMDZ_S6 L001 R1 001 fassq
QCMDZ_56_L001_R2 001 tasy
=» 04 3% of the G50564 intial mads mapped to TE organsm
Comments

BacterioChek ®-Sanger Information

BacteripChek?-TE soltw &re version 2.0
BacteripCheks-TE expert system 23
BacterioChek®-TB algoriihme version 2.0

II 022008 lierature ryiew | 03-2018 03-2018 )
Bl universty (V29 )
“ ReSeqT (v2019-01 01-2019 )

Clssitication of mutations of interest ReSeqTB 01

Qovoe
210212020

fSecen®, DospChek®, VishiaChek®, BactarioChek® am

18
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» Advanced Biological Laboratories S.A.
* 17, rue des Jardiniers, L-1835 Luxembourg
= contact@ablsa.com

= https://www.ablsa.com

= TEL : (+352) 26 38 96 761 ABL e
» FAX: (+352) 26 38 96 76 31
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